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3 <110> APPLICANT: Ole THRASTRUP et al . 

5 <120> TITLE OF INVENTION: NOVEL FLUORESCENT PROTEINS 
7 <130> FILE REFERENCE: 3759-0107P 

9 <140> CURRENT APPLICATION NUMBER: US 09/872,364 
10 <141> CURRENT FILING DATE: 2001-06-06 

12 <160> NUMBER OF SEQ ID NOS : 23 
14 <170> SOFTWARE: Patentln version 3.1 

16 <210> SEQ ID NO: 1 

17 <211> LENGTH: 3 6 

18 <212> TYPE: DNA 

19 <213> ORGANISM: Aequorea victoria 

21 <4 00> SEQUENCE: 1 

22 tggaataagc tttatgagta aaggagaaga actttt 3 6 

25 <210> SEQ ID NO: 2 

26 <211> LENGTH: 3 6 

27 <212> TYPE: DNA 

28 <213> ORGANISM: Aequorea victoria 

30 <4 00> SEQUENCE: 2 

31 aagaattcgg atccctttag tgtcaattgg aagtct 36 
34 <210> SEQ ID NO: 3 

3 5 <211> LENGTH: 67 
3 6 <212> TYPE: DNA 

37 <213> ORGANISM: Aequorea victoria 

3 9 <4 00> SEQUENCE: 3 

40 ctacctgttc catggccaac gcttgtcact actttcctca tggtgttcaa tgcttttcta 60 

41 gataccc 67 
44 <210> SEQ ID NO: 4 

4 5 <211> LENGTH: 36 
46 <212> TYPE: DNA 

4 7 <213> ORGANISM: Aequorea victoria 

4 9 <4 00> SEQUENCE: 4 

50 aagaattcgg atccctttag tgtcaattgg aagtct 36 

53 <210> SEQ ID NO: 5 

54 <211> LENGTH: 30 

55 <212> TYPE: DNA 

5 6 <213> ORGANISM: Aequorea victoria 

58 <400> SEQUENCE: 5 

59 aattggtacc aaggaggtaa gctttatgag 30 

62 <210> SEQ ID NO: 6 

63 <211> LENGTH: 30 

64 <212> TYPE: DNA 

65 <213> ORGANISM: Aequorea victoria 

67 <400> SEQUENCE: 6 

68 ctttcgtttt gaattcggat ccctttagtg 30 

71 <210> SEQ ID NO: 7 

72 <211> LENGTH: 48 

73 <212> TYPE: DNA 
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74 <213> ORGANISM: Aequorea victoria 

76 <400> SEQUENCE: 7 

77 catggccaac gcttgtcact actctctctt atggtgttca atgctttt 48 

80 <210> SEQ ID NO: 8 

81 <211> LENGTH: 4 8 

82 <212> TYPE: DNA 

83 <213> ORGANISM: Aequorea victoria 

85 <400> SEQUENCE: 8 

86 ctagaaaagc attgaacacc ataagagaga gtagtgacaa gcgttggc 48 

89 <210> SEQ ID NO: 9 

90 <211> LENGTH: 48 

91 <212> TYPE: DNA 

92 <213> ORGANISM: Aequorea victoria 

94 <400> SEQUENCE: 9 

95 catggccaac gcttgtcact actctcactt atggtgttca atgctttt 48 

98 <210> SEQ ID NO: 10 

99 <211> LENGTH: 48 

100 <212> TYPE: DNA 

101 <213> ORGANISM: Aequorea victoria 

103 <400> SEQUENCE: 10 

104 ctagaaaagc attgaacacc ataagtgaga gtagtgacaa gcgttggc 48 

107 <210> SEQ ID NO: 11 

108 <211> LENGTH: 36 

109 <212> TYPE: DNA 

110 <213> ORGANISM: Aequorea victoria 

112 <400> SEQUENCE: 11 

113 tggaataagc tttatgagta aaggagaaga actttt 3 6 

116 <210> SEQ ID NO: 12 

117 <211> LENGTH: 35 

118 <212> TYPE: DNA 

119 <213> ORGANISM: Aequorea victoria 

121 <400> SEQUENCE: 12 

122 gaatcgtaga tctttatttg tatagttcat ccatg 3 5 

125 <210> SEQ ID NO: 13 

126 <211> LENGTH: 40 

127 <212> TYPE:. DNA 

128 <213> ORGANISM: Aequorea victoria 

130 <400> SEQUENCE: 13 

131 tggaataagc tttatggatc ccgtcgtttt acaacgtcgt 4 0 

134 <210> SEQ ID NO: 14 

135 <211> LENGTH: 34 

136 <212> TYPE: DNA 

137 <213> ORGANISM: Aequorea victoria 

139 <400> SEQUENCE: 14 

140 gcgcgaattc ttattattat ttttgacacc agac 34 

142 <210> SEQ ID NO: 15, 

143 <211> LENGTH: 764 

144 <212> TYPE: DNA 

145 <213> ORGANISM: Aequorea victoria 
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296 225 230 235 

297 taaatgtcca gacttccaat tgacactaaa gggatccgaa ttc 764 

300 <210> SEQ ID NO: 18 

301 <211> LENGTH: 238 

302 <212> TYPE: PRT 

303 <213> ORGANISM: Aequorea victoria 
305 <400> SEQUENCE: 18 

307 Met Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro He Leu Val 
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